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The Arabidopsis Information Resour@AIR): http://www.arabidopsis.org/

RIKEN Arabidopsis Genome EncyclopedRARGE): http://rarge.gsc.riken.jp/index.html
(127 a7 LAl T — 4]
ATTED-II: http://atted.jp/

Arabidopsis eFP Browsehttp://www.bar.utoronto.ca/efp/development/

AtGenExpress Visualization Tadtittp://jsp.weigelworld.org/expviz/expviz.jsp

Genevestigatohttps://www.genevestigator.com/gv/index.jsp

[ 7 237 B oRet ]
Arabidopsis Small RNA Proje¢ASRP): http://asrp.cgrb.oregonstate.edu/db/
Arabidopsis Gene Regulatory Information Serf&GRIS):

http://arabidopsis.med.ohitate.edu/

[E15&E ]

TAIR (& DHEZZH)

Arabidopsis Biological Resource Center (ABRC)

http://www.biosci.ohiestate.edu/~plantbio/Facilities/abrc/abrchome. htm

Nottingham Arabidopsis Stock Center (NABGttp://arabidopsis.info/

BALFRRGET A A Y — 2 & — (BRF BRC) : http://www.brc.riken.jp/lab/epd/

Salk Institute Genomic Analysis Laboratory (SIGnAhdtp://signal.salk.edu/cdiin/tdnaexpress

Lehle Seedshttp://www.arabidopsis.com

Max-Planck Institutehttp://www.mpizkoeln.mpg.de/GABKat/
INRA Versailles:http://urgv.evry.inra.fr/projects/FLAGdb++/HTML/index.shtm
4. 2 AXDT—FR—2R

[#5E - EAITE#HR]
International Rice Genome Sequencing PrqjvGSP:
http://rgp.dna.affrc.go.jp/J/IRGSP/index.html

National Institute of Agrobiological Scienc@dIAS): http://www.nias.affrc.go.jp/index.html

Oryzabasehttp://www.shigen.nig.ac.jp/rice/oryzabase/top/top.jsp
Rice Annotation ProjedRAP): http://rapdb.dna.affrc.go.jp/
(v 27 a7 LA fighrT—4]
The Rice Expression Databg&ED):. http://red.dna.affrc.go.jp/RED/index.html
Rice Microarray Opening Site (RMOSittp://red.dna.affrc.go.jp/RMOS/
[ 57237 BoRERHR]
Database of Rice Transcription FactfidRTF): http://drtf.cbi.pku.edu.cn/

Genomes TO Protein structures and functi@sOP):
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http://structure.rice.dna.affrc.go.jp/gtop/gtop.html

Rice Kinase Databag®KD): http://rkd.ucdavis.edu/

Rice Protein Structure Databg&PSD: http://structureice.dna.affrc.go.jp/
Rice Proteome Databagetp://gene64.dna.affrc.go.jp/RPD/
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4. 3. 1 TAIRR
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R, BInTFOF X7 BRI TO BLAST RN TE 5.
#1: AGI =— F & X AGI (Arabidopsis Genome Initiative)= L > TR E S N 7= F& s+
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AGI code or Key word
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The Arabidopsis Information Resource Breaking Ne:

7T = arOR=YTIERNA DNA 7 =4, ZERAR, G372 L OFHATIGTE 5.
HET—HEINRTA R LY 7 LTRY, SHISHEMREROBGTE 2.
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